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ABSTRACT
Understanding badger social networks can be important for
understanding the distribution of tuberculosis in the badger
populations. To understand these networks, I used inter-
action data from 51 badgers in multiple setts. I calculated
both node and edge 
ow-betweenness for the network us-
ing the Ford-Fulkerson method. I also attempted to cluster
the badgers into the de�ned social groups using the Girvan-



The goal is to �nd the 
ow-betweenness centrality of all of
the nodes in the graph. To do this I use alorgithm 2 to get
the normalized amount of 
ow calculated though each pair
of points. This algrorithm uses the Fodr-Fulkerson method
to caluclate individual 
ows though nodes. I seperate the

ows into four di�erent sections which use di�erent subsets
depending on which social group the node in question and
to the sorce and target node are from. First, ctotal inlcudes
all of the possible pairing of source and sink nodes. Seccond
cbtwn consists of sorce and target are not from the same
socal group. The next two are if the source and the target
are in the same social group: cinter has the node in question



Figure 2: Graph of the interactions of the badgers.
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